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As part of the BiodivERsA “Bioroddis” project 
rodents were captured every autumn and spring 
in Antwerp, Belgium between October 2020 and 
April 2022. Six different sites classified as “forest” 

(Fort 5, Zevendonk), “urban park” (Fort 6, 
Rivierenhof ) and “zoo” (Antwerp zoo, 

Planckendael) were surveyed. Serum and tissue 
samples were collected from 987 Myodes 

glareolus, Apodemus sylvaticus, and Microtus 
agrestis and analyzed for the detection of 

Orthohantavirus, Mammarenavirus, 
Orthopoxvirus and Coronavirus.  

The present study demonstrate the presence of all groups of virus studied in the 3 types of landscapes analyzed, with an apparent predominance 
of seropositive rodents in the “forest” followed by the “urban park”; except for the Mammarenavirus that seem to be more abundant in the 
“urban park” environment and was absent in the “zoo”. Regarding rodent species, M. glareolus and A. sylvaticus had seropositive individuals for 
all the virus studied. Only one Microtus agrestis was tested and it was seropositive for Orthopoxvirus. Myodes glareolus preliminarily showed a 
higher prevalence for all viruses except for Mammarenavirus. Further molecular analyses will be performed to characterize the viruses detected, 
as well as multivariate statistical analyses to test whether the distribution of viruses across landscapes and host species follows the same 
patterns as those preliminarily detected here. 
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1 Apodemus sylvaticus from an urban park was

IFA-positive for SARS-CoV-2, but was negative 
by seroneutralisation test

• Lung samples from 4 seropositive Myodes glareolus 

were qPCR positive for Puumala virus

• 40% of 276 rodents tested were pan-coronavirus positive

• 7 colon samples sequenced by NGS had similarities with 

Alpha or Betacoronavirus but not with SARS-CoV-2

• 56 rodents, trapped in the same site and season where the 
IFA-positive Apodemus sylvaticus was detected, were tested 
by a SARS-CoV-2 RT-qPCR. All samples were negative.

• Lung samples from seropositive rodents tested by qPCR for 

Mammarenavirus were all negative 
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